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	RESEARCH INTERESTS

	Ancient DNA, human population genetics, epigenetics, natural selection

	
	

	PROFESSIONAL POSITIONS

	01/2024 – present
	Assistant Professor, Department of Anthropology, University of Texas,
Austin, Texas, USA

	05/2021 – Present
	Researcher, Department of Archaeogenetics, Max
Planck Institute for Evolutionary Anthropology, Leipzig, Germany

	09/2019 – Present 
	Senior Researcher, Institute of General Genetics and Physiology,
Almaty, Kazakhstan

	08/2019 – 05/2021
	Postdoctoral Researcher, Department of Archaeogenetics, Max
Planck Institute for the Science of Human History, Jena, Germany

	01/2023 – 12/2023
	Assistant Professor, Department of Anthropology, University of Kansas,
Lawrence, Kansas, USA

	
	

	EDUCATION
	

	2019
           
	Joint PhD in Anthropology and Toxicology, University of Michigan,
Ann Arbor, MI

	2017
	MA in Anthropology, University of Michigan, Ann Arbor, MI

	2013
	BA in Anthropology and Molecular and Cellular Biology,
Vanderbilt University, Nashville, TN

	
	

	PUBLICATIONS
	

	2025

	Johan Nordgren, Richard Ågren, David Ziliang Hu, Magdalena Neijd, 
Ainash Childebayeva, Kay Prüfer, Marie Hagbom, Lennart Svensson, 
[bookmark: _GoBack]Hugo Zeberg. 2025. “Natural Selection of a Virus-Protective FUT2 Variant Following the Transition to Agriculture” Molecular Biology and Evolution (in press)


	2025 

	Childebayeva, A., K. Zhu, and A. W. Bigham. 2025. “Advances in Understanding Adaptive Hemoglobin Concentration at High Altitude.” American Journal of Human Biology 37, no. 7: e70087. 


	2025
	R. Zhanuzak, К. Sikhymbaeva, A. Childebayeva “New Data on the Anthropology of the Turkic Population of Zhetysu: Research Article”. Gumilyov Journal of History, 2025, vol. 150, no. 1, pp. 7-27


	2025
	Guido Alberto Gnecchi-Ruscone, Zsófia Rácz, Salvatore Liccardo, Juhyeon Lee, Yilei Huang, Luca Traverso, Rita Radzeviciute, Zsuzsanna Hajnal, Anna Szécsényi-Nagy, Balázs Gyuris, Orsolya Mateovics-László, Zsolt Bernert, Tamás Szeniczey, Tamás Hajdu, Boglárka Mészáros, Marianna Bálint, Balázs Gusztáv Mende, Bryan Miller, Samashev Zainolla, Ainash Childebayeva, Leyla Djansugurova22, Patrick Geary, Harald Ringbauer, Tivadar Vida, Choongwon Jeong, Walter Pohl, Johannes Krause & Zuzana Hofmanová. 2025. Ancient Genomes reveal trans-Eurasian connections between European Huns and the Xiongnu Empire. Proceedings of the National Academy of Sciences, 122(9), e2418485122.


	2024
	Ghalichi, A., Reinhold, S., Rohrlach, A.B., Kalmykov A., Childebayeva A. et al. The rise and transformation of Bronze Age pastoralists in the Caucasus. Nature (2024). https://doi.org/10.1038/s41586-024-08113-5


	2024
	Barquera, R., Del Castillo-Chávez, O., Nägele, K., Pérez-Ramallo, P., Hernández-Zaragoza, D.I., Szolek, A., Rohrlach, A.B., Librado, P., Childebayeva, A., Bianco, R.A. and Penman, B.S., 2024. Ancient genomes reveal insights into ritual life at Chichén Itzá. Nature, pp.1-8.


	2024
	Childebayeva, A., Fricke, F., Rohrlach, A. B., Huang, L., Schiffels, S., Vesakoski, O., ... & Haak, W. (2024). Bronze age Northern Eurasian genetics in the context of development of metallurgy and Siberian ancestry. Communications Biology, 7(1), 723. 


	2024
	Sandra Penske, Mario Küßner, Adam B. Rohrlach, Corina Knipper, Jan Nováček, Ainash Childebayeva, Johannes Krause & Wolfgang Haak (2024). Kinship practices at the early bronze age site of Leubingen in central Germany. Sci Rep 14, 3871 (2024). https://doi.org/10.1038/s41598-024-54462-6


	2023
	Childebayeva A. and Zavala E. Review: Computational analysis of human skeletal remains in Ancient DNA and Forensic Genetics. iScience (2023): 108066.


	2023
	Wang, K., Prüfer, K., Krause-Kyora, B., Childebayeva, A., Schuenemann, V. J., Coia, V., ... & Krause, J. (2023). High-coverage genome of the Tyrolean Iceman reveals unusually high Anatolian farmer ancestry. Cell Genomics, 3(9).


	2023
	Rivollat, M., Rohrlach, A. B., Ringbauer, H., Childebayeva, A., Mendisco, F., Barquera, R., ... & Haak, W. (2023). Extensive pedigrees reveal the social organization of a Neolithic community. Nature, 1-7.


	2023

	Penske, S., Rohrlach, A. B., Childebayeva, A., Gnecchi-Ruscone, G., Schmid, C., Spyrou, M. A., ... & Haak, W. (2023). Early contact between late farming and pastoralist societies in southeastern Europe. Nature, 1-8.


	2022

	Villalba-Mouco, V., Oliart, C., Rihuete-Herrada, C., Rohrlach, A. B., Fregeiro, M. I., Childebayeva, A., ... & Haak, W. (2022). Kinship practices in the early state El Argar society from Bronze Age Iberia. Scientific Reports, 12(1), 1-15.


	2022
	Childebayeva, A., Rohrlach, A. B., Barquera, R., Rivollat, M., Aron, F., Szolek, A., ... & Haak, W. (2022). Population Genetics and Signatures of Selection in Early Neolithic European Farmers. Molecular Biology and Evolution, 39(6), msac108.


	2022
	James J. Yu, Amy L. Non, Erica C. Heinrich, Wanjun Gu, Joseph Alcock, Esteban A. Moya, Elijah S. Lawrence, Michael S. Tift, Katie A. O'Brien, Jay F. Storz, Anthony V. Signore, Jane I. Khudyakov, William K. Milsom, Sean M. Wilson, Cynthia M. Beall, Francisco C. Villafuerte, Tsering Stobdan, Colleen G. Julian, Lorna G. Moore, Mark M. Fuster, Jennifer A. Stokes, Richard Milner, John West, Jiao Zhang, John Y. Shyy, Ainash Childebayeva, José Pablo Vázquez-Medina, Luu V. Pham, Omar A. Mesarwi, James E. Hall, Zachary A. Cheviron, Jeremy Sieker, Arlin B. Blood, Jason X. Yuan, Graham R Scott, Paul J. Ponganis, Atul Malhotra, Frank L. Powell, Tatum S. Simonson. (2022). Time Domains of Hypoxia Responses and -Omics Insights. Frontiers in Physiology, 1177.


	2022
	He Yu, Marieke S van de Loosdrecht, Marcello A Mannino, Sahra Talamo, Adam B Rohrlach, Ainash Childebayeva, … & Johannes Krause. (2022). Genomic and dietary discontinuities during the Mesolithic and Neolithic in Sicily. iScience, 104244.


	2021
	Villalba-Mouco, V., Oliart, C., Rihuete-Herrada, C., Childebayeva, A., Rohrlach, A. B., Fregeiro, M. I., ... & Haak, W. (2021). Genomic transformation and social organization during the Copper Age-Bronze age transition in Southern Iberia. Science Advances 7 (47), eabi7038.


	2021
	Rohrlach, A.B., Papac, L., Childebayeva, A. et al. Using Y-chromosome capture
enrichment to resolve haplogroup H2 shows new evidence for a two-path Neolithic expansion to Western Europe. Sci Rep 11, 15005 (2021). https://doi.org/10.1038/s41598-021-94491-z


	2021
	Childebayeva, A., Harman, T., Weinstein, J., Day, T., Brutsaert, T. D., & Bigham, A. W. (2021). Genome-Wide DNA Methylation Changes Associated with High-Altitude Acclimatization During an Everest Base Camp Trek. Frontiers in Physiology, 12.


	2021
	Childebayeva, A., Goodrich, J. M., Chesterman, N., Leon-Velarde, F., Rivera-Ch, M., Kiyamu, M., ... & Dolinoy, D. C. (2021). Blood lead levels in Peruvian adults are associated with proximity to mining and DNA methylation. Environment International, 155, 106587.


	2021

	Ainash Childebayeva, Jaclyn M. Goodrich, Fabiola Leon-Valerde, Maria Rivera-Chira, Melisa Kiyamu, Tom D. Brutsaert, and Dana C. Dolinoy, Abigail W. Bigham. Genome-Wide Epigenetic Signatures of Adaptive Developmental Plasticity in the Andes. Genome Biol Evol. 2021


	2020
	Khamdiyeva, O.K., Tileulesa, Z.B., Baratzhanova, G.S., Murzataeva, S.S., Khussainova, E.M., Abdikerim, S., Childebayeva, A. and Djansugurova, L.D., 2020. Next Generation Sequencing in diagnosis of mitochondrial epilepsy. International Journal of Biology and Chemistry, 13(2), pp.53-58.


	2019
	Ainash Childebayeva, Taylor Harman, Julien Weinstein, Jaclyn M. Goodrich, Dana C. Dolinoy, Abigail W. Bigham, Tom D. Brutsaert. DNA methylation changes are associated with an incremental ascent to high altitude. Front Genet. 10:1062.


	2019
	Ainash Childebayeva, Tamara R. Jones, Jaclyn M. Goodrich, Fabiola Leon-Valerde, Maria Rivera-Chira, Melisa Kiyamu, Tom D. Brutsaert, and Dana C. Dolinoy, Abigail W. Bigham. EPAS1 and LINE1 DNA Methylation Signatures of High-Altitude Adaptation in the Andes. Epigenetics: 1-15.


	2016
	Non, A., Hollister, B., Humphreys, K., Childebayeva, A., Esteves, K., Zeanah, C., Fox, N., Nelson, C., Drury, S. (2016). DNA methylation at stress-related genes is associated with exposure to early life institutionalization. American Journal of Physical Anthropology, 161(1), 84–93. 

	
	

	OTHER PUBLICATIONS 

	2022
	Ainash Childebayeva, Lyazzat Musralina, Leyla Djansugurova, Emma Usmanova.  Study of genetics of ancient populations inhabiting Kazakhstan. Experience of international cooperation. A look into the past through the prism of archaeology: Proceedings of the International Scientific and Practical Conference dedicated to the 80th anniversary of V.V. Evdokimov (December 21, 2022). Evdokimov (December 21, 2022)

	
	

	FUNDING 


	2024-2026
	Grant financing of fundamental and applied research for scientific projects (Kazakhstan). Analysis of physical qualities and susceptibility to diseases in ancient people from the territory of the Central Eurasian steppe (Анализ физических качеств и предрасположенности к заболеваниям у древних людей с территории Центрально-Евразийской степи, AP23489627) ($250k , Co-I). 


	2024

	UT CREEES - Conference funding for travel to Almaty, Kazakhstan in Sepember 2024


	2024

	UT Austin Conference funding for AABA Conference travel and presentation.

	2024
	AABA Invited Symposium Funding. Funding support for the invited symposium organized by Dr. Childebayeva.


	2022 – 2024
	Grant financing of fundamental and applied research for scientific projects (Kazakhstan). Development of complex system for training highly-qualified athletes and promising Olympic reserve for Kazakhstani priority sports using physiological genetic evaluation (Формирование комплексной системы подготовки высококвалифицированных спортсменов и перспективного олимпийского резерва по приоритетным для Казахстана видам спорта на основе физиолого-генетической оценки, BR18574139) ($1.8M, Co-I). 


	2022 – 2024
	Grant financing of fundamental and applied research for scientific projects (Kazakhstan). Phenotypic Analysis of ancient individuals representing an early history of peopling of the Central Eurasian Steppe (Фенотипичеcкий анализ древних индивидов, представляющих раннюю историю заселения Центрально-Евразийской степи, AP14871103) ($160k , Co-I).


	2021 – 2024
	Alexander von Humboldt Foundation - Alumni Award 2021 for innovative networking initiatives for the project ‘The Steppe Sisters: A Networking Group for Women in the Human Sciences’. PI: D. Duturaeva. Co-PI’s: A. Ventresca Miller, A. aruda, A. Childebaeva, U. Brosseder, J. Lhuillier, L. Rouse, K. Hopper, G. Sultonova (€26,660)


	2021-2023
	Grant financing of fundamental and applied research for scientific projects (Kazakhstan). Analysis of ancient genomes of Salmonella enterica from human remains from Central Asia (Анализ древних геномов Salmonella enterica из человеческих останков с территории Центральной Азии, AP09058648) ($110k , Co-I).


	2020-2022

	Grant financing of fundamental and applied research for scientific projects (Kazakhstan). Paleogenetic analysis of pathogenic microorganisms in human archaeological human remains representing the Central Eurasian region (Палеогенетический анализ патогенных микроорганизмов в археологических останках человека, представляющих Центрально-Евразийский регион, AP08856654) ($125k, Co-I)


	2018
	National Geographic Early Career Grant ($10,000)


	2017
	Rackham Summer Award, University of Michigan


	2017
	Wenner-Gren Foundation for Anthropological Research Dissertation
Fieldwork Grant: Epigenetic Signatures of High-Altitude Adaptation ($13,181)



	2016
	Global Public Health Pre-dissertation Research Grant,
Office of Global Public Health, University of Michigan


	2016
	Latin American and Caribbean Studies Field Grant,
University of Michigan


	2016
	National Science Foundation Doctoral Dissertation Improvement Grant: Epigenomics of Andean High-Altitude Adaptation ($30,972)


	2016
	University of Michigan International Institute Individual Fellowship


	2016
	Rackham International Research Award, University of Michigan 


	2016
	Rackham Graduate Student Research Grant, University of Michigan ($1,500)


	2015
	University of Michigan Department of Anthropology Pre-
Candidate Fellowship

	2015
	University of Michigan International Institute Individual Fellowship


	2016
	Leakey Foundation: Franklin Mosher Baldwin Memorial Fellowship, Second-year renewal ($15,000)


	2015
	Leakey Foundation: Franklin Mosher Baldwin Memorial Fellowship ($15,000)


	2015
	University of Michigan International Intitute Individual Fellowship 

	
	

	HONORS 

	2019 - 2021
	Stipend from the Max Planck Institute for the Science of Human History 


	2019

	Outstanding Student Presentation in Anthropological Genetics. 
2019 meeting of the American Association of Physical Anthropologists. 
Cleveland, Ohio


	2018
	Best poster presentation prize, 8th International Symposium on Biomolecular Archaeology ISBA 2018, Jena, Germany.


	2017
	Marshall Weinberg Dissertation Writing Award, University of Michigan


	2014
	First-year Fellowship from the Department of Anthropology, University of Michigan, Ann Arbor, MI


	2013
	Highest Honors in Anthropology

	
	

	INVITED TALKS (selected)

	2025 

	Insights into the Demographic History of Central Eurasia from the Bronze Age to the Iron Age using ancient DNA. Harvard Archaeology Department. Invited Speaker. March 2025


	2024

	Genetic Analysis of High-Status Iron Age Scythian Individuals from Central Asia. Macrohistorical Dynamics in Eurasia conference. UC Berkeley. Invited speaker. October 2024


	2024

	Genetic History of Central Eurasia from the Perspective of Ancient DNA. Horizons and Paradigms of Eurasian Archaeology at the Contemporary Stage Conference. Almaty, Kazakhstan. Plenary speaker. September 2024


	2024
	Fine-scale Analysis of Population Genetics and Signatures of Selection in Central Asian pastoralists. American Association of Biological Anthropologists conference in LA, California. Invited speaker.


	2023
	Demographic History of Central Eurasia from the Bronze Age to the 1st Millennium CE. Vienna Human Evolution and Archaeological Sciences (HEAS). 11-12-2023. Invited Speaker


	2023
	Population Genetics and Signatures of Selection in Neolithic European Farmers. UCLA BEC Speaker Series. 02-27-2023. Invited Speaker


	2022

	Epigenetics and high-altitude acclimatization. International Union of Physiological Sciences. Beijing (remote). 11-05-2022. Invited speaker. 


	2021
	Epigenetics of High-Altitude Adaptation. XIII World Congress On Mountain Medicine, Interlaken, Switzerland. Invited speaker. 16-07-2021. 


	2020
	Leakey Foundation Lunch Break Science Series. Invited speaker. 27-08-2020


	SELECTED PRESENTATIONS

	2025
	Ainash Childebayeva. Population Dynamics of ancient Central Asia in light of ancient DNA using IBD networks. The 94th Annual Meeting of the American Association of Physical Anthropologists (Baltimore, MD). Podium presentation


	2022
	How to Apply for a PhD Program/Graduate School. Steppe Sisters Early Career Conference Speaker. Tashkent, Uzbekistan


	2022

	Ainash Childebayeva, Adam Benjamin Rohrlach, Fabian Fricke, Lena Semerau, Franziska Aron, Sergey Kuzminykh, Igor Kovtun, Johannes Krause, Wolfgang Haak. Genetics of the Sejma-Turbino Transcultural Phenomenon and its Connection to the Spread of the Uralic Languages. EMBO | EMBL Symposium: Reconstructing the human past: using ancient and modern genomics. Poster presentation  


	2019

	Ainash Childebayeva, Dana C. Dolinoy, Jaclyn M. Goodrich, Maria Rivera-Chira, Fabiola Leon Valerde, Melisa Kiyamu, Tom Brutsaert, and Abigail W. Bigham. High-Altitude Epigenetics. The 88th Annual Meeting of the American Association of Physical Anthropologists (Cleveland, OH). Podium presentation.


	2018
	Childebayeva, Ainash, Kelly Harkins, Jannine Novak, Abigail W. Bigham, Tiffiny Tung, Martha Cabrera, Jose Ochatoma, and Lars Fehren-Schmitz. aDNA Analysis Indicates Genetic Discontinuity After the Collapse of the Wari Empire. 8th International Symposium on Biomolecular Archaeology ISBA 2018 (Jena, Germany). Poster presentation.


	2018
	Ainash Childebayeva, Jaclyn M. Goodrich, Maria Rivera-Chira, Fabiola Leon Valerde, Melisa Kiyamu, Tom Brutsaert, Dana C. Dolinoy and Abigail W. Bigham. Blood Lead Levels are Associated with Hemoglobin, Nitric Oxide Levels and Proximity to Mining in Adults Residing in the Peruvian Highlands. Society of Toxicology Meeting (San Antonio, TX). Poster presentation.


	2018
	Childebayeva, Ainash, Kelly Harkins, Jannine Novak, Abigail W. Bigham, Tiffiny Tung, Martha Cabrera, Jose Ochatoma, and Lars Fehren-Schmitz. aDNA Analysis Indicates Genetic Discontinuity After the Collapse of the Wari Empire. The 87th Annual Meeting of the American Association of Physical Anthropologists (Austin, TX). Podium talk


	2017
	Ainash Childebayeva, Dana C. Dolinoy, Jaclyn M. Goodrich, Maria Rivera-Chira, Fabiola Leon Valerde, Melisa Kiyamu, Tom Brutsaert and Abigail W. Bigham. Genome-wide epigenetic signatures of high-altitude adaptation in Peru. The 86th Annual Meeting of the American Association of Physical Anthropologists (New Orleans, LA). Podium talk.


	2016
	Ainash Childebayeva, Dana C. Dolinoy, Tamara R. Jones, Fabiola Leon-Valerde, Maria Rivera-Ch, Melisa Kiyamu, Tom D. Brutsaert, Abigail W. Bigham. Epigenetic signatures of high-altitude adaptation in the Andes. The 85rd Annual Meeting of the American Association of Physical Anthropologists (Atlanta, GA). Podium talk.


	2016
	Ainash Childebayeva, Dana C. Dolinoy, Jaclyn M. Goodrich, Abigail W. Bigham. Epigenomic signatures of high-altitude adaptation in the Andes. American Society of Human Genetics 2016 meeting (Vancouver, Canada). Poster.

	
	

	TEACHING
	

	2024 
	Environmental Epigenetics, UT Austin


	2024
	Molecular Anthropology, UT Austin


	2024
	Anthropological Genetics, UT Austin


	2023
	Molecular Anthropology, University of Kansas, Lawrence


	2023
	Introduction to Biological Anthropology, University of Kansas, Lawrence

	
	

	PROFESSIONAL SERVICE

	May, 2025

	NSF Senior Panel Spring 2025. Panelist

	November, 2024

	NSF Senior Panel Fall 2024. Panelist

	2024 – Present 

	Human Population Genetics and Genomics. Editorial Board Member

	2024 – Present 

	National Geographic Learning Middle School Life Science Textbook chapter contributor


	May, 2024

	NSF Senior Panel Spring 2024. Panelist

	2024 – Present 
	American Association of Anthropological Genetics (AAAG) President


	2024

	“Introduction to Ancient DNA Analysis” co-organizer of a symposium for the 2023 annual meeting, American Association of Biological Anthropologists


	2023 – 2024
	American Association of Anthropological Genetics (AAAG) Vice-President
 

	2023
	[bookmark: _Hlk203809459]“Introduction to Ancient DNA Analysis” co-organizer of a symposium for the 2023 annual meeting, American Association of Biological Anthropologists


	2022
	[bookmark: _Hlk203809747]Application of Genomics to Anthropological Research (AGAR) workshop instructor


	2020 – Present
	Steppe Sisters Network. Steering Committee member


	2019 – 2021
	Internal Postdoc Representative, Max Planck Institute for the Science 
of Human History


	2019 
	[bookmark: _Hlk203809485]“Epigenetics: bridging biological and cultural anthropology” co-organizer of a symposium for the 2019 annual meeting, American Association of Physical Anthropologists


	2019
	[bookmark: _Hlk203809503]“Integrating Epigenetic Data with Anthropological Research” workshop co-organizer for AAAG 2019 meeting


	2017-2018
	Biological Anthropology Sexual Misconduct Policy co-creator,  Department of Anthropology, Unviersity of Michigan


	2016 – 2017
	Outreach Committee member, American Association of Anthropological Genetics


	2014
	Graduate Student Executive Committee Representative, Department of Anthropology, University of Michigan

	
	

	
	





4

